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https://www.youtube.com/watch?v=O5iBMUtfF5c
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https://sijtechnology.com/wp-content/uploads/2023/08/%C6%92h%C6%92b%C6%92gzu-1.mp4
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WWW.DEPIXUS.COM

high data accuracy & multiple features analyzed on the same moleculesmultiple interrogation cycles →

BLOCKING MOLECULE
(e.g. oligo, antibody, 
DNA-binding protein)
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to open DNA/RNA 
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Bead tracked. 
Blockage position & 
kinetics measured →
high precision data

on the dynamic 
genome 
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set of measurements

region of 
interest





•

•

•
ů





https://www.youtube.com/watch?v=pPFvle_kuzM
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